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Recent studies suggest that hundreds of genes contribute to ASD, none of which
account for more than 1% of its genetic risk. Incorporating these many risk
factors into a coherent model of pathogenesis provides significant challenges. We
have taken an approach based on analyses of gene expression using microarrays
and Next Generation sequencing (NextGen), and the integration of these data

with both rare and common genetic risk factors to identify convergent pathways
in ASD.
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